BRCAPRO


BRCAPRO 

Determines the probability that a person inherited a deleterious change in the BRCA1 or BRCA2 genes. 

· The probability is based on the patient’s family history of breast and ovarian cancer.  

· Pedigrees of any size can be entered into this program.  

· Factors in a history of male breast cancer, oophorectomies, and bilateral synchronous and asynchronous diagnoses. 

Provides updated age-dependent penetrance and prevalence estimates for both breast and ovarian cancer.

· Estimates can be used to determine who might benefit from genetic testing.  

· Provides patients with a realistic view of their current risk for cancer and their risk for cancer over time.

Distributed free of charge.

· BRCAPRO is a statistical model developed by researchers at Duke University.  This software is available as a: 

· stand-alone software

· component in the BayesMendel R library (see below)

To obtain more information about BRACPRO and the BayesMendel R library, visit http://astor.som.jhmi.edu/BayesMendel/brcapro.html
